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Dengue amidst COVID-19:

challenges & control measures for the double burden

Meng Ling Moi
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Dengue, an arbovirus, is a public health treat in the tropics and sub-tropical climates
worldwide. The disease incidence has grown dramatically worldwide, with an estimated 390 million
dengue virus infection per year. Dengue has distinct epidemiological patterns which are associated
with the four virus serotypes. All four serotypes can co-circulate within a region, in which a num-
ber of regions are hyperendemic for all 4 serotypes. Currently, there are no specific treatment or
vaccine for the disease. Dengue prevention depends on vector control measures and early interven-
tions. The COVID-19 pandemic has placed immense pressure on health care and management sys-
tems worldwide. During the COVID-19 pandemic, the situation was aggravated by the simultaneous
dengue outbreaks, that has led to a double burden which has further impacted the healthcare sec-
tor, particularly in resource limited settings. This review article will focus on dengue epidemics
during the COVID-19 pandemic and discuss on recent findings on immunological cascades between
dengue and COVID-19 and, the impact on vaccine development.



