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EN7z JFH-1 #kD 7/ 2 RNA 7% & & GeVERr T- 5530 % & <
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FHEWF IR TR & 2 o 7.

HCV 7/ LiEs

COLWEDORIZL T T vy AT AR o DS
HCV © % 7 ZEBER IO W TS MR E S -,
HCV L 7)) a2~ RNA #3520 BHEBIE» 5,
Membranous web & F-EN 2 /NaKEE A HCV 7/ 28
OB LHEENT WD W, —JF, BT, S,
NP-40 % Triton X-100 72 & DI A A > 1 5 i i v 4 ML B
TARVEM & 7 A5 (DRM 43H) 12 HCV HENE AR
FansZ epvRant® gL 250 — VARHER R
AT 4 ¥ INRE A RER & 72t &b, HCV O
7 AHEELIINEE T 7 MRS S4 A 2 & RORIE
T AR ER I N TG L3239 —gri213 Membranous
web IZ/MNEkHR L E2 5, RET 7 M/NURICHLE
LawnwE s Z ehs, HCVHEED B Y; & 7 B FMEED
YERZ S 2T 5 720121%, BICFEHEMN R BHPLETSH
L. WENIZLTY, DRM GiciEy A v A7) 4 RNA
WML 5T A FAHHIMEL N, EHIIENNLT T
A8 RNA 205G S NI IET 5. £ LTI DS
121, NS3 ~ NS5B @ 5 fiH O HCV JEE ik & 1 K U5
FHRILHRE T2 5 7 2 RS RIS 5 2 EATRE
nTwp 3228 (F1).
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& 1L NSBA, NSEB LA L, #HEME SR B @ <
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) ¥ OFO 8t HCV G O VE B AT % dhidt & LTS
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LA LEEEAKRICYATNG O, L Lidrs,
HCV BB G ROBGERE, BEiEk SI2oWTRZ 51
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B AIR A RERL U EERED 2B CIrm R T O%E 217
Sl Thbb, GO X 9 ICHCV 7/ L0555 B
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EEDERICHCV OBIICH G T50 ) e iib 7
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LT AT ATP O, ATP L~V OIS
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JQ‘EZF@&@%%, CKB 13 NS34A #i &5 = &S R T
{, CKB-NS4A-NS3 Z&HDEAHEITH SN ) 5T & i)“ﬂ?
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LHEE SN, 0L RREERNTIEEVEEEE AT S
LT NV, B TORREERTREIN TV
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OIEGR T ORRICEEG T A5 2 EHESIN TV 5.,
NS3 @ C KMl helicase FHIE AR TR AR > T B &
XNTWB P, NS2 129\ T b mutagenesis T 7> & &
SR, C KIS R T EE RIS R S
Tz 17.19.20, 34) (ks HR5EHE).

YIS

4y y—7 0y i Lt REoERIIL Y,
BT LETHRNLTWS £ 912 [CRIFFLIIE WA S
DNFL] EES5TOEETHEVORLD LW, Ll
RIS, BUTOWRBEHTT B B, EHE T RIS
BEHET 57— 2 bR E LTH V. ALFREDBH R
X o@mo, IR, REREORL DR A BEGNIG T

(VA VA $60%& #1773,

%7002, fEMERR O RG 28 4 OBL HCV # O RIFEA(L
HEECTH L. BifE, HCV 7u 77 —¥, F) 25—+,
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Hepatitis C virus (HCV) establishes a persistent infection and is recognized as a major cause of

chronic liver diseases worldwide. Although much work remains to be done regarding the viral life

cycle, significant progress has been made with respect to the molecular biology of HCV, especially the viral

genome replication and virion formation. A variety of host cell factors, which play roles in replication of

the viral genome RNA, have been identified. Involvement of lipid droplet, lipid metabolism and the

viral nonstructural proteins in the production of the infectious particles has also been revealed.
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