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Nerenberg M et al. Science, 1987. lwakuraY et al. Science, 1991.

Grossman WJ et al. PNAS, 1995.
Hasegawa H et al. Nat Med, 2006.
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Proc. Natl Acad. Sci. USA
Vol. 78, No. 10, pp. 64766480, October 1981
Medical Sciences

Adult T-cell leukemia: Antigen in an ATL cell line and detection of
antibodies to the antigen in human sera

(immunofluorescence/lymphoid cell line/specific antibody/type C virus)

YOr10 HINUMA*, KINYA NAGATA*, MAsAO HANAOKA*, MASUYO NAKAIT, TADASHI MATsuMOTO#,
KEN-ICHIRO KINOSHITAY, SHIGERU SHIRAKAWAY, AND Isa0 MiyosHil

*Institute for Virus Research, Kyoto University, Kyoto 606, Japan; *Department of Microbiology, Osaka Medical College, Takatsuki Osaka 569, apan; fInstitute of
Cancer Research, Faculty of Medicine, Kagoshima Univmity..pg@oahim 890, Japan; ¥Atomic Di Institute, N r University School of Lledicine. N i

Ssz.mn 1 t of Medicine, Faculty of Medicine Kyoto University, Kyoto 606, Japan; and IDepartment of Internal Medicine, Kochi Medical School,
Nanl Kochi 781-51, Japan

Table 2. Effects of various chemicals on ATLA-positive

cells in culture
% of ATLA-positive cells
Chemical Day 0 Day 3 Day 6

None 1.8 3.1 42
5-lodo-2'-deoxyuridine (50 ug/ml) 1.8 15.1 11.5
Phorbol 12-myristate 13-acetate

(20 ng/ml) 1.8 6.6 0.1
n-Butyrate (3 mM) 1.8 34 2.0
Phosphonoacetic acid (100 ug/ml) 1.8 44 45

Arabinonucleodoside (10 pg/ml) 1.8 6.7 6.5
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